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THE PROBLEM

Glycemic index (Gl) is the measure of the extent by which food increases the
post-prandial blood glucose level.

HIGH-GI FOOD INCREASES THE RISKS OF:

High Gl
Intermediate Gl

Low Gl

Blood glucose level

Type 2 diabetes Obesity Cardiovascular
Hours after eating — diseases

Breeding low-Gl rice varieties can boost diet-based solutions to mitigate
type 2 diabetes and related diseases.

THE SOLUTION

METHODS FOR MEASURING THE GLYCEMIC INDEX OF RICE

To mainstream the low Gl trait in rice breeding programs, it is essential to establish
high-throughput screening methods

The In vivo blood glucose measurement

Using a continuous glucose monitoring system for a more convenient and J
comfortable blood glucose measurement.

e Alternative in vitro methods
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SUMMARY POINTS

Genes indentified High protein is developed There is a metabolic shift in low Gl and
GLYCEMIC INDEX high protein rice
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