Germination enhances the multi-nutritional properties of pigmented rice
revealed through metabolomic and machine-learning techniques
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PROBLEM

In developing countries, many low income Large diversity of pigmented rice (n=1000)

families rely on staple food like milled rice which from different countries were extracted and
often lacks critical nutrients. subjected to germination.

Thus, there is a need to enhance the nutritional c
value of rice.
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Targeted and Untargeted metabolomics were employed to
determine the compounds. Spectrophotometric techniques were
used to quantify the total phenolics, flavonoids, and anthocyanins.

GWAS analysis on pigmented rice sprouts were performed to )
""5?!3} identify genetic regions related to flavonoids.

o Machine learning technique was used to classify the multi-
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suffers from " nutritional properties of rice.
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RESULTS

Germination enhances the vitamins, minerals, and antioxidants
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Predicted Class

Germination accumulated flavonoids and identification of genes

Pathway analysis Genes responsible for the flavonoid biosynthesis
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The insights collected here can e N \
be useful in breeding nutritious 00 01 02 03 04 e .
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