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INTRODUCTION
RESULTS AND DISCUSSION
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the soybean crop or mixture isolate 1301 (Bacillus sp.) +
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(Numbers 1 to 26). * Means followed by the same letter do not differ by the LSD test (p <0.05). The black column refers to the

control treatment (without application of the microorganism). Burkholderia pyrrocinia isolates (BRM 32113) (1); Pseudomonas
C O N C L U S I O N fluorescens (BRM 32111) (2); Pseudomonas sp. (BRM 32112) (3); Serratia sp. (BRM 32114) (4); Bacillus sp. (BRM 32110) (5);

Bacillus sp. (BRM 32109) (6); Pool of T. asperellum (7); Azospirillum brasilense (Ab-V5) (8) ; Azospirillum sp. (1381) (9); Bacillus
spp. (1301) (10), Mix treatments BRM 32114 + BRM 32110 (11); BRM 32114 + Ab-V5 (12); BRM 32114 + Pool de T. asperellum
(13); BRM 32110 + Ab-V5 (14); BRM 32110 + T. asperellum pool (15); Ab-V5 + T. asperellum pool (16); 1381 + 1301 (17); 1381 +
Ab -V5 (18); 1301 + Ab-V5 (19); 1381 + BRM 32114 (20); 1301 + BRM 32114 (21); 1381 + BRM 32110 (22); 1301 + BRM 32110
(23); 1381 + Pool T. asperellum (24); 1301 + Pool of T. asperellum (25) and the control treatment (without microorganism) (26).
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AC KN OWLE DG E M E NT Figure 2. Total of soybean plants treated with beneficial microorganisms, use alone or in a mixture. *Means

followed by the same letter in columns do not differ from each other by the LSD test. Comparisons between
treatments and control, significant by the Dunnett test, at significance level 0.05, are indicated by **. Treatments:

(1) BRM 32109; (2) BRM 32110; (3) BRM 32111; (4) BRM 32112; (5) BRM 32113; (6) BRM 32114; (7) 1301; (8)
FAPEG oo E ® 1381; (9) T. asperellum pool (T. pool); (10) Ab-V5: (11) 32110 + 32114; (12) 1301 + 32110; (13) 1381 + 32110;
FUNDACAO DE AMPARO ' GOIAS m:/ - pPpa CNPq (14) 1301 + 32114; (15) 1381 + 32114; (16) 1301 + 1381; (17) 32110 + Ab-V5; (18) 32114 + Ab-V5; (19) 1301 +
A PESQUISA | | Ab-V5; (20) 1381 + Ab-V5; (21) Ab-V5 + T. pool; (22) 32110 + T. pool; (23) 32114 + T. pool; (24) 1301+ T. pool;
DO ESTADO DE GOIAS AFBEADO CRAC O 0 Arroz e Feijio Cimmiitio o Toomatgaroe  olvimento (25) 1381 + T. pool; (26) 32110+ 32114 + Ab-V5; (27) 32110 + Ab-V5 + T. pool; (28) 32110 + 32114 + Ab-V5 + T.

pool; (29) 32110 + 32114 + Ab-V5 + T. pool + 1301 + 1381 and (30) control (no microorganism).
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