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INTRODUCTION

" Theirrigated and intensively managed rice production in Vietham recently has been severely affected by climate change.
To cope with increasing severe unfavored conditions, breeding for new rice varieties which effectively tolerant to abiotic
stresses such as submergence, salinity and drought is a priority in the restructuring strategy of Vietnam agriculture sector.
Possessing one of the most diverse genetic resources of rice, evaluation and exploitation of rice germplasm for rice
breeding/improvement programs have been addressed as important task in Vietnam.

In this study, a panel of 150 Vietnam rice genotypes that included landraces, elite and popular cultivars/breeding lines for
the Northern, South Central Coast and Mekong Delta regions were evaluated both phenotypically and genetically for
abiotic/biotic stresses tolerances.

Zone 1 North Mountain

Zone 2 Red River Delta

Zone 3  Central Coast (North)
Zone 4  Central Coast (South)
Zone 5  Central Highland

Zone 6  North East South region
Zone 7 Mekong River Delta

.

MATERIALS AND METHODS
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Trials identified five genotypes highly tolerant to submergence, one genotype moderately tolerant to salinity at EC 18 and 16 genotypes exhibiting potential yield
performance under drought stress.

=  SNP which associate with characterized genes/QTLs conferring targeted abiotic stresses tolerance were observed for most of potential rice genotypes except that
showing tolerance to salinity. It implies that, there are other genetic elements may involving in salinity tolerance machinery.

= The panel of 150 Viethamese rice genotypes possess high genetic diversity between landrace and breeding/cultivar groups but quite narrow genetics background
within breeding genotypes.
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