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Introduction

Sea buckthorn i1s a wind pollinated deciduous shrub species In
Eurasia, including the Karakorum Mountains region of Pakistan
(Gilgit-Baltistan). A striking morphological diversity of berries
(Figure 1) in Pakistan with different size and colors - from red to
yellow - raises the question: which varieties might be more
suitable for different national and international markets and could
be used for future domestication and breeding strategies.
Unfortunately, the intensive use of this plant as firewood and
unsustainable harvesting methods may lead to the loss of genetic
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dlverS|ty. Figure 1. Sample of fruits from different sea buckthorn individuals collected in the Gilgit
and Baltistan regions, northern Pakistan.
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Shade Freq. RHS

Color description

I S boé*@&@o o & colo ® Gulmit and Passu, which showed a very low berry weight and
* 0“ 4 represented a different genetic cluster, may be less suitable for
Gilgit Baltistan berry collection, while larger fruit sizes at Shimshal (distinct

Figure 3. Fruit color shades (Royal Horticultural Society (RHS) colors) observed
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In the Gilgit and Baltistan regions, northern Pakistan.

cluster) make its stands particularly suitable for collection.
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