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Abstract
The present investigation was carried out for two successive years (2009 and 2010) at Kalubiah Governorate. This study aimed to evaluate fruit physical, vegetative growth percentage, flowering stage, harvesting time date and fruit set percentage as well as molecular genetic evaluation (protein , isozymes , RAPD and ISSR) of ten selected peach strains (early Sinai, sultany dakahlia, mawy, sultany 1,Sultany 2, Kulaby, Late Sinai 1, Late Sinai 2, Late Sinai 3 and A suit). The results reveal that, Late Sinai 3 cultivar gave the highest weight value of fruit diameter, fruit length, fruit weight, flesh weight and thickness. On other hand, Late Sinai 2 gave the highest value in stone weight, Mawy recorded highest value in vegetative growth percentage, and Sultany 2 gave highest value in flower growth percentage and Sultany 1 recorded highest value in acidity and Fruit set percentage and recorded the lowest value in Fruit diameter and T.S.S percentage and recorded the lowest value of Firmness. While, Late Sinai 1 recorded the highest value of Firmness and T.S.S percentage and recorded the lowest value of Acidity fruit diameter. While, Sultany Dakahlia recorded the lowest value of Fruit Length, Thickness, Stone weight and Flower growth percentage.   

In this study we attempted to characterize molecular genetic markers between the ten peach selected strains and to detect the genetic relationship between the selected Peach strains as scions and Okinawa rootstock. Peach selected strains and Okinawa discriminated by their leaves for protein, isozymes (Peroxidase and Poly Phenyl Oxidase) on biochemical level and RAPD and ISSR based on   PCR techniques on molecular level.

Five 10-mer arbitrary primers of twenty of each RAPD and ISSR had successfully generated reproducible polymorphic products. The generated profiles revealed high levels of polymorphism among the studied cultivars. Data of these primers recorded a sum of 146 bands.  These bands were identified as 53polymorphic bands and 93 monomorphic ones in all cultivars under study. The polymorphic bands were scored as 25 unique bands. These unique bands were used to discriminate between the studied seven dry date palm cultivars. In addition, the results generated from Protein, Isozymes, RAPD and ISSR profiles were pooled together to elucidate the genetic relationships among the examined Peach selected Strains. The constructed dendrogram tree divided the studied cultivars into two main genetic clusters. The first main cluster included early Sinai and Sultany Dakalia and the second cluster divided into two sub clusters, the first sub cluster included Late Sinai 3 and A Suit and the second sub cluster included each of Sultany 1 , Sultany 2, Kulaby, Late Sinai 1, Late  Sinai 2 and Mawy. On the other hand, Phylogenetic relationship between peach selected strains and Okinawa rootstock on biochemical level (protein and isozymes) represented no differences in banding patterns with minor differences in density and on molecular level (RAPD and ISSR) the constructed dendrogram tree divided Okinawa in a main cluster only and peach selected strains in the other main cluster and the similarity index revealed the highest value (1.0) was between Okinawa and each of Sultany 3 and Late Sinai 3 and high relation with other strains.

From the foregoing results, it can be recommended to spread these selected strains especially Late Sinai and Sultany 2 in desert land conditions and also study the root nematode resistance and climamatic changes for these Strains and we can evaluate them as Rootstocks in future. 
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